Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.054; wR factor = 0.128; data-to-parameter ratio = 19.4.
Related literature
For background to the biological activity of Schiff bases, see: Akmal et al. (2007) ; Li et al. (2007 Li et al. ( , 2011 ; Lu et al. (2011) ; Ma et al. (2011) ; Rehmana et al. (2008) ; Ritter et al. (2009) ; Vanco et al. (2008) ; Yuan et al. (2009 Yuan et al. ( , 2010 . For related structures, see: Ardakani et al. (2011) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data C 13 H 9 BrClNO M r = 310.57 Orthorhombic, Pccn a = 6.9964 (15) Å b = 55.786 (12) Å c = 6.1443 (14) Å V = 2398.1 (9) Å 3 Z = 8 Mo K radiation = 3.63 mm À1 T = 298 K 0.30 Â 0.25 Â 0.20 mm
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2000) T min = 0.409, T max = 0.530 30095 measured reflections 3013 independent reflections 2056 reflections with I > 2(I) R int = 0.061 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.128 S = 1.14 3013 reflections 155 parameters H-atom parameters constrained Á max = 0.42 e Å À3 Á min = À0.95 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C8-C13 benzene rings, respectively. Symmetry codes: (i) Àx þ 1 2 ; y; z À 1 2 ; (ii) Àx þ 3 2 ; y; z À 3 2 ; (iii) Àx þ 1 2 ; y; z À 3 2 ; (iv) Àx þ 3 2 ; y; z À 1 2 .
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: publCIF (Westrip, 2010 
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Comment
Schiff bases are condensed by primary amines and carbonyl compounds, containing strong electronegative with atoms O and N, thus it is easy to coordinate with the metal ions to form stable complexes (Akmal et al., 2007; Rehmana et al., 2008) . It is reported that metal complexes of Schiff base derivatives have a variety of important biological activities, such as anti-bacterial, anti-cancer, anti-tumor, hypoglycemic and so on (Vanco et al., 2008; Li et al., 2007; Ritter et al., 2009 ).
Our reports indicated that copper and vanadium complexes of Schiff bases are potential inhitors over protein tyrosine phosphatases Lu et al., 2011; Ma et al., 2011; Yuan et al., 2009 Yuan et al., , 2010 .
We report here the synthesis and characterization a potentially bidentate Schiff base derivative, (I), and prepared from the condensation reaction of an equimolar proportion of 5-chloro-salicylaldehyde and 4-bromo-aniline in absolute ethanol. The molecular structure is depicted in Fig. 1 . X-ray structural analysis confirmed that in the title compound, (I), the dihedral angle between the substituted benzene rings is nearly 44.25 (11)°, similar to the compound 4- (Ardakani et al., 2011) . In the crystal, there are strong intramolecular O-H···N hydrogen bonds with a distance of 2.593 (5) Å between donor and acceptor, which generate S(6) ring and intermolecular Cl1···Cl1 i [3.430 (2) Å, i -x, -y, -z] as well as Br1···Br1 ii [3.846 (1) Å, ii 2 -x, -y, -z] contacts. The crystal packing is further stabilized by intermolecular C-H···O and C-H···π interactions (Table 1) .
Experimental
A 0.1566 g (1.0 mmol) 5-chloro-salicylaldehyde in 15 ml of absolute ethanol was heated until thoroughly dissolved and 0.1720 g (1.0 mmol) of 4-bromo-aniline in 5 ml of absolute ethanol was added dropwise with a constant stirring. The reaction mixture was heated under refluxing for 3 h. After cooling slowly, the orange powder was separated out. Orangered crystal was obtained from filter after two weeks.
Refinement
H atoms attached to C and O of (I) were placed in geometrically idealized positions with Csp 2 -H = 0.93 Å and O-H = 0.84 Å and constrained to refine with U iso (H) = 1.2U eq (C) and U iso (H) = 1.5U eq (O).
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: publCIF (Westrip, 2010) . supplementary materials sup-2 Acta Cryst. (2014). E70, o235-o236
Figure 1
A view of the structure of (I), with displacement ellipsoids drawn at the 30% probability level. Dashed line indicates hydrogen-bonding interaction.
Figure 2
The packing diagram of the title compound, showing the intermolecular O-H···N and intermolecular Cl···Cl, Br···Br and C-H···O interactions (dotted lines). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[(E)-(4-Bromophenyl)iminomethyl]-4-chlorophenol

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 −0.03618 (9) 0.228348 (8) −0.07815 (11) 0.0634 (2) C1 −0.0360 (6) 0.08714 (7) 0.5859 (7) 0.0339 (8) (7) 0.3425 (7) 0.0372 (10) C5 0.0691 (6) 0.06843 (7) 0.2537 (7) 0.0333 (9) H5 0.1169 0.0695 0.1129 0.040* C6 0.0332 (6) 0.08932 (7) 0.3722 (6) 0.0306 (8) C7 0.0538 (6) 0.11247 (7) 0.2675 (7) 0.0335 (9) H7 0.0897 0.1132 0.1219 0.040* C8 0.0157 (5) 0.15412 (7) 0.2599 (7) 0.0304 (8) C9
−0.0626 (6) 0.15603 (7) 0.0518 (7) 0.0335 (9) Symmetry codes: (i) −x+1/2, y, z−1/2; (ii) −x+3/2, y, z−3/2; (iii) −x+1/2, y, z−3/2; (iv) −x+3/2, y, z−1/2.
